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The Impact of Formin Homology Genes on Development in C.elegans

Honora LaRock
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C.elegans is a model that can be used for studying cell migration, a process in all animals. Currently it is
believed that for cells to migrate rearrangement of the cytoskeleton is required. As a result genes that
code for actin polymerization like Formins are likely significant to cell migration. In C.elegans one
example of cell migration that occurs during the larval and development stages is the SM migration. SM
cells are precursor muscle cells that migrate towards the gonad of hermaphrodite worms where they
divide and differentiate into egg laying muscles. Failure of SM cells to migrate results in phenotypes that
prevent egg laying. In C.elegans RNA interference (RNAI) can be used to silence genes and determine
their importance. In C.elegans RNAI is systemic throughout the worm's body; the next generation inherits
the RNAI expression the same as the one before. Sets of C.elegans that had Formin genes
downregulated via RNAIi were scored for wt/phenotype and worm/egg ratios. | predicted that out of the
experimental genes | worked with fozi-1, a gene helping to decide cell fate in coelomycetes, cells related
to SM cells would impact larval development the most. In an ANOVA, Only the systemic RNAi expression
of the experimental genes was allowed to reject the Null hypothesis that there was no difference between
ratios from the control or the experimental genes. However in a Tukey HSD test the adjusted p values
showed the experimental genes had little difference from the control.
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